Hepcidin upregulation by inflammation is independent of

Supplementary data
Quantitation of mRNA levels. Total RNA from mouse liver was extracted using Isol-RNA lysis reagent (5 PRIME). cDNA was synthesized using MMLV-RT (Promega). The sequences of the primers for the Inhbb, Hamp, Id1, and Smad7 target genes and the reference gene Hprt are listed in Supplementary 
GCA-GGC-TGT-CCA-GAT-GCT-GT GAT-CCC-CAG-GCT-CCA-GAA-GA Supplementary Fig. 1 . Activin B is upregulated in mouse models of bacterial infection but not in models of malaria or sterile inflammation. Evolution over time of the mRNA expression of the activin B (Inhbb) and hepcidin (Hamp) in wild-type mice infected with E. coli, Salmonella enterica serovar typhimurium, Staphylococcus aureus, Plasmodium berghei K173-infected red blood cells, or in mice injected with turpentine. Point estimates of the fold changes in gene expression relative to baseline (2 -ΔΔCt ) are shown on the graphs, together with their 95% confidence intervals (CIs). When the lower limit of the fold-change CI exceeds 1, gene expression is significantly induced relative to baseline. Sterile abscess induced by turpentine
E. coli sepsis
Salmonella infection
S. aureus infection
